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1.Severe Acute Respiratory Syndrome (SARS)
2.Middle East Respiratory Syndrome (MERS)
3.Swine Acute Diarrhea Syndrome (SADS)
4.Reservoir hosts
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5.Coronaviruses (CoVs)
6.0rthocoronavirinae
7.Coronaviridae
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8.Nidovirales
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9.Ribonucleic acid (RNA)
10 .positive-sense, single-strand RNA (+ssRNA)
11.0pen reading frame (ORF)
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12.0RF1a and ORF1b
13.viral polymerase (RdRp)

14.nonstructural proteins
15.host response modulation
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16.replication fidelity
17.recombination
18.gene interchange
19.gene insertion
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22.International Committee of Taxonomy of Viruses (ICTV)
23.(a-, B-, 8-, and y-)
24.Porcine epidemic diarrhea virus (PEDV)
25.transmissible gastroenteritis virus (TGEV)
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26.5-CoV (PDCoV)

27.avian infectious bronchitis virus (IBV, y-CoV)
28.catarrhal gastroenteritis in mink (MCoV)
29.whale deaths (BWCoV-SWY)

30.Phylogenetic
388 3l n amar b e ) i OLILr il glaes S JalST b1 oy &1 o8 ol ol oo 55 lastla (25000 b s shd
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31.Yinpterochiroptera
32.Pteropodidae (megabat)
33.Rhinolophoidea (microbat)
34.Yangochiroptera
35.selection pressure
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36.bat lyssaviruses
37.Rabies virus
38.henipaviruses
39.(Nipah virus and Hendra virus)
40.filoviruses
41.Marburg virus
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43.Mengla virus
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44.zoonotic viruses
45.civet cats
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46.Angiotensin converting enzyme 2 (ACE2)
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47.dromedary camels
48.229 E- and NL63-CoVs
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Coronavirus Species Abbrevialions Human Bals Other Animals Reported in China
Bat coronavirus HKU1D BtCoV-HKU10 Yes Yes [78,26,27]
Bat coromavirus CDPHE1S BrCoV-CDPHELS Yes Mo
Rhinolaphus ferrumequinum alphacoronavirus HuB-2013 BtRFCoV-HuB13 Yes s [5]
* Human coronavirus 29 HCoV-229E Yes Yes [28,29]
Lucheng En rat coronavirus LEMNV Yes (rat) Yes [30]
Ferret coronavirus FRCoV Yes (ferret) Mo [31]
* Mink coronavirus 1 MCoV Yes (mink) No [14]
Minioperss bat coromavirus 1 BEMiCaV-1 Yes Yes [7,8,32-37]
Miniapterns bat coronavirus HKUS BtMiCoV-HKUS Yes Yes [7,8,3 a7=41] a-Co'V
Muyotis ricketti alphacoronavirus Sax-2011 BtMy-Sax1l Yo Yes [5,37
Nyetalus velitinis alphacorenavirus SC-2013 BtNy-5c13 e Wes [5]
* Porcine epidemic diarrhea virus PEDV Yes (pig) Yes [42]
Scotopiilies bat coronavirus 512 BtscCoV-512 Yes Yes [37]
* Rhinolophus bat coronavirus HKU2 (SADS) BtRhCoV-HKL12 Yes Yes |
* Human coronavirus NL&3 HCoV-NL&3 Yes
MNLEF-related bat coronavirus strain BIKYNLE-9 BIKYMLA3 Yes N [24]

* Alphacoronavirus 1 (Transmissible gastroenteritis virus) TGEV Yes (pig) Yes [42]

China Rattes coronavirus HKU24 RiCoV-HKU24 Yes {rat) Yes [46]

* Human cercnavirus HKU1 HCoV-HKL1 Yes Yes [28,24]
* Murine coronavirus {Murine hepatitis coronavirus) MHVY Yes (mouse) Mo [47]
Bat Hp-betacoronavirus Zhejiang2013 BtHpCoV-Z]13 Yes. s [5]
Hedgehog coronavins 1 EnCob-1 es (hedgehog) Mo [45]

* Middle East respiratory syndrome-related coronavirus MERSr-CoV Yes Yes Yes [49,50] B-CaV
Pipistrellus bat coremavirus HKUS BiPiCoV-HELS Wes Yies [35, ¥ :
Tilonycteris bat coronavinas HKU4 BtTyCoV-HKU4 Yies e [346,3
Rousethus bat coronavirus GCCDC * BEoCoV-GCCDNC Yes os

Ratizetties bat coronavieus HKUS BtRoCoV-HKUY Yes Yes [
* Severe acube respiratory syndrome-related coronavirus SARSr-CoV Yes Yes Yes [7.8.20=22 27 37 A0,45,58-64]
* Betacoronavirus 1 (Human coronavirus OC43) HCoV-0OC43 Yeg Yes [28,29]
Wigeon coronavirus HKU20 WiCoV-HKU20 Yies (bird) Yes [65]
Bulbul coronavirus HKU11 BuCoV-HEKLU11 Yes (bird) Yes [65]
Coronavirus HKUL5 PoCoV-HKU15 Yes (pig) Yes [66]
Munia coronavirus HKU13 MuCoV-HKU13 s (bird) Yes [65] B-CoV
White-eye coronavirus HKU16 WECoV-HKU13 Yes (bird) Yes [65]
Might heron coronavirus HEKLU19 NWHCoV-HKU19 “es (bird) Yes [65]
Common moorhen corenavirus HEKL2 CMCoV-HEU21 s (bird) Yes [65]
! Bel g whale coronavinas SW1 BWCoV-5W1 Yes (whale) Mo [13] CoV
* Avian infectious bronchitis virus BY Yies (bird) Yes [12] T
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49.Foshan city, Guangdong Province
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50.horseshoe bats
51.viral strains
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52.Rhinolophidae
53.Hipposideridae
54.Chaerephon plicata
55.sinicus
56.ferrumequinum
57.macrotis
58.pearsoni
59.pusillus
60.0RF8

61.North Jilin
62.Shaanxi
63.Shanxi
64.South Houbei
65.Zhejiang
66.Yunnan
67.Guizhou
68.Guangdong
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69.Interspecies
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70.Tylonycteris HKU4
71.Pipistrellus HKU5
72.HCoV-EMC
73.Neoromicia zuluensis
74.NeoCoV
75.PREDICT/PDF-2180
76.pseudovirus

77.DPP4
78.Vespertilionidae
79.Pipistrellus
80.abramus

81.great evening bats
82.laio

83.particolored bats
84.Vespertilio superans
85.Chinese pipistrelle bats
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86.Hypsugo pulveratus

87.T. pachypus

88.T. robustula

89.P. minus

90.P. spp.

91.HKU2 (SADS)-Related CoV (HKU2r-CoV)
92.affinis

93.rex
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94.mouse-eared bats (Myotis)
95.0- CoV Sax-2011

96.bent-winged bats

97.Miniopterus

98.M. magnate, M. fuliginosus, and M. schreibersii
99.Miniopterus bat CoV 1 (BtMiCoV-1)
100.CoV1B
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101.Rousettus leschenaultii
102.Hipposideros pomona
103.Ro-BatCoVGCCDC1

104.Eonycteris spelaea
105.BtE0CoV-GCCDC1
106.0rthoreovirus

107.Rhinolophus ferrumequinum_-CoV HuB-2013
108.Myotis ricketti -CoV Sax-2011
109.Nyctalus velutinus -CoV SC-2013
110.Scotophilus bat CoV 512
111.Hipposideros bat -CoV Zhejiang2013
112.Murina leucogaster bat CoV
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113 filovirus
114.Mengla virus
115.Cross-species transmission (CST)
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116.The International Committee on Taxonomy of Viruses (ICTV)
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117.pathogenesis
118.Interferon
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